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£I3 IO—J4ILX 1] BEE6PIOBRERR
) 1 2 3 4 5 6
FEREL (/L) 9,900 6,400 6,800 17,900 6,700 8,200
/MRS (x104/uL) | 38.8 29.4 40.9 48.4 17.9 28.6
CRP (mg/dL) 0.57 1.0 0.0 0.15 2.8 0.2
1k (mg/dL) 98 90 87 116 87 119
14 1L

AL\ o (TU/L) 32 32 42 21 19 32
ALT (IU/L) 15 18 24 2 13 1
T-Bil (mg/dL) 1.2 0.5 0.6 0.5 8.6 6.5
LDH (IU/L) 346 297 281 334 214 326
A% (/L) 10 NA 182 170 3 4
LAGHEL (/L) 8 NA 152 53 2 2

Mty | BBk (/L) 2 NA 30 117 1 2
B (mg/dL) 48 NA 52 57 44 66
%A (mg/dL) 52 NA 55 57 61 124

Pk, B, i, Bk,
FAR panel RV/EV  RV/EV NA 0 pneumonice  RV/EV NA
FA-ME panel Pk, EV NA Fatt:, EV fesik: Pk, EV  Batk, EV

CRP : C-reactive protein, AST :aspartate aminotransferase, ALT : alanine aminotransferase, LDH : lactate
dehydrogenase, NA : not assessed, FA-R : FilmArray respiratory panel, FA-ME : FilmArray meningitis/encephalitis
panel, EV ! enterovirus, RV : human rhinovirus, M. pneumoniae : Mycoplasma pneumoniae
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7z, HA®D 2018 ~ 2024 1298 )5 A G > &
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R, (4) FiaRTP o RS 7 1 dRHG
RDAOPHIT NS, HCHIOFEHEICE Y
Tk, 792 (THD?, ket s 07 @4,
HA GHD21zvuTFns 8 HUHORIET, X5
BB RTH B, RERIZOVWTIE7 7V A
762, k4 2V 7 QN> oyt
%, F7, HAEETTOBBELOSE, BITHUE
%L, AV AIMAE IS RS 2 S A1l & A
ICT BIRMEDHEE S B, HEBRIC 7 5 v AT
CL22780D9 5, FHiiTE Ty 1 HoMR
ZEESHIP AL 70 7D 1612 IS RHRIE G £
TR VR DSTER I N TW DS, —F, KIFFED
new lineage 1 JEHE 4 1213 Hi 7 O R EHH 4
R EEN 52, IEHEOZIRTHY, MEM
DRI B IR IE 2 <, BREKTIZHERD AT
otz o 3HNE Hilw 29 DD FE T, H2E
VW& F Dol O FEBEITH - 7211t
Wz ont, LrL, LiticdF7-1m344
DDREREHETIE VT ILY, new lineage 1 23FEE
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SNAHURDOEILRICEBEWTHHEMINT W
23579, new lineage 1 FRICEFEMED LD
P EIMREMICEES T 2 DI D0 TE 451
R X TR0,

AWFED 2 ) Clk B o MIlaEI % % R o 3,
FA-ME % H 2 U BRI R & 2T
o o, AR H BV O MR LRI 28 T 13 R
W% 2O » 2 L IFEBORE TN TE
D20 FA-ME 03 B HEBERS 28 0 BB a 7 1 A
HTH 2 LDMERENLBY . —F, FA-ME
Btko 1 #lic B\, BRI BT /L2 2
BB R 2 RE\, fERD PCRIETHRELLE A
CSF2» 6 Ell BEIEI N Z £ 5, FA-ME
DIRFH R E N 7229 MR MBI 4 o 4 [ 3
W CIE Y A L AHELL EFE ST B0
Bl 95, i @ER AR D & D
2023 4 341 A 14 (33.3%), 2024 4E 28 f5il H 5
Bl (17.9%) QB ARPFFRICE RVl
NOffEEAER) Tdh 5.

202441 H 1 HEfEo = Hi AT (1,497,802
A, https//www.city.kobelg.jp) 75, HAD A
T (124,885,175 A, https://www.soumu.go.jp/
main_content/ 000959267 .pdf) ? 1.2% TdH % Z
EoT 5L, RRLOWMINERIEMS THEV, 21
%, MHISIZRE L CE1I #EA AT L 72 &
W kDI, FA-ME IZ X - CTHRERRIICHUE L 72
O EEZL, IO EIFRARKIC, KEHo
El1l BAYENSLBIRTE T 5 2 L2 fiEE S 5.

9K DFER 4 TIX, 9 HAETIC M. preumoniae 1%
et LTz, ABERED CSF @ PCR M ds
Btk cd > THHPEAEDIRA & LT M. prneumo-
nige DGR HET 2 2 LIFTERWY A, Hi
B3R TP IS AREV L ABEET 6 HIEECTH - 7-
WRIRFGEH D & Z DT REEIZZ L W EE XL, £
7o, AJEHITIX PCR AT E T VP4/2
DHRTHBEEZRD, 2O OEILEI D 5
Ell tEESI N7, 61z, FFRHICHE I N
72 fld E11 B> VP4 /2 8ISk o 3 3L L 51 o A1 [7]
%:7> & new lineage 1 &AL 7. —fkIC VP1
IR DIEIERLAN X AR IS &, BB TR % T
22 LT, [EE T AN ARDORE 2 [T
ZEMHEARZONHSHTWEY, —HT,

NG E Vol 37 No. 2 9

VP4/2 §I D 1% 9 23 B D RAAEDE <,
PCR OMIREE IZE W2 £ 6, EV OEIETHR
FICB W TIRZNZFNOHEEZ MR E L 72 PCR
mEZEHT 2 LA EELZSNZY,
72, AEHNZ new lineage 1 BRAsHT A U0 I,
WD A7 5§, HEkD E11%Y & FIRE I 2w i
OB R 25 & ¢ 2 L2/ L 7%, New lin-
eage 112 L 2HEBER O HEROWREIL 6 ED 1
FIPDARTH 272, AREHIE R E )
IS E L T3,

AT O DIRADYH 5. WFTekEEI 23
MPETH O 2 fii%Tdh D IEFIEDR o, E %
FICKBECE RV TH D, EIEF DA A
FEHEDIBEWE S IR E LT3 2 kb, /N
Ell EYIE O 2B R OBRICIRA DS 5, Lo
L HHR ol O JRR 7 £ L 2 2 BRI L 72 2
LitkoT, il X % < D E11 #lAE R4 %
HEETE, JANADT ) MMEREBIT L2 &
PR TC, EFEOENND E11 Y & i
MTELERIRE V., HARTIHMEERES X
BYSER A B M EONGIEETH D, EHIEH®
T RTVUA 2 RBOLEG, AWRDO X ST
AV A DFEM 7 S A R DS HTR D AT % LR
TR D B,

Bw W

2023~2024 fF I E N 2 M Ek TREER L 7o
E11 B 28 6 Kl DIR AR D 7 7 L EHTIC K -
T, 2024 F0 5FEHIF 4 73 2022 ~ 2023 12K
MTHiAT L 72 new lineage 1 EHBAL, FEDF
FEBEINCBES- L 72 2 RSz, 64l 54
D3R VI D FLVEIA RIS FRIE L 7228, &filE
FEZ CIRPUREEL 72, TS ORIFATHRIE, K
M E N OMfERE T AR 2% &THRE L 74
AEWHZS S LT H o 7. BLE, %3
2 A DU o B\AE E11 B i 4l % o gl 2 R
TODIRE D, AEYRE DR G T-H YR
INDE I EDREND,

FIFHER
H AN USRI 2 2 D 5E & % FIGRAH B B9 2 B
THHIEH D FEA.
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EERZE

AR, INERER L, PR ER”, 7— 5
i SCAER D D % dH S, B R R O iR ER %
fTo e, EMEE, BHE— JIF & AHb
PR T = I IIHIB W THIROERD B D, G D
NI B D 2 JEHIA BT B G- U # fe I e o e i
HKREAT o, B, WARETII T AV AEN
F—=ZohE X OERICB O THIEDEIRD S D,
i L OWNFIZB D 2 BB B I B 5 U B A sihe
DIRFEKBELT o 72,

X ®
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Echovirus 11 meningitis in childhood: A retrospective observational study
at two institutions in Kobe, Japan 2023-2024

Moeka Kueo!, Keigo Hamamata?, Ai Mor®”, Ryohei Nomoto®
Kenichi IsoMe”, Yu Kawasakr”, Aya Iwara”, Kousaku Matsupara”
1) Department of Pediatrics, Kobe City Nishi-Kobe Medical Center
2) Department of Pediatrics, Kobe City Medical Center General Hospital
3) Health Research Department 2, Kobe Institute of Health

In 2022-2023, an epidemic caused by a new variant, designated as new lineage 1, of
echovirus 11 (E11) emerged in several European countries, and several deaths of
affected neonates were reported. However, the current epidemiology of childhood E11
infection in Japan and the genomic information of the causative E11 remain to be fully
elucidated. The aim of this study was to describe the clinical features of children with
E11 meningitis, who were hospitalized at two institutions in Kobe, Japan, in 2023-2024,
and to analyze the nucleotide sequence of the viruses detected. A total of six patients
(four boys) were identified: one in September 2023 and five in August-November 2024.
The age of onset ranged from seven days to nine years, and five patients were less
than two months old. All patients became afebrile within four days, showed no
elevation of liver enzymes, and were discharged from the hospital without sequelae.
Phylogenetic analysis of the VP1 and VP4/2 regions of E11 revealed that four of the
five strains (80%) in 2024 belonged to new lineage 1 and the other two were classified
as non-new lineage 1, exhibiting high genetic homology within each group. The study
showed that the clinical course of E11 meningitis cases during the study period was
favorable, and that while there were two groups of E11 meningitis-causing pathogens,
the new lineage 1 strain from European countries contributed to the 2024 epidemic in
Kobe.

Key words : aseptic meningitis, echovirus 11, multiplex polymerase chain reaction-
based testing, neonate, new lineage 1
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